We investigated the overlap shared between the immunoglobulin (Ig) proteome of the cerebrospinal fluid (CSF) and the B cell Ig-transcriptome of CSF and the central nervous system (CNS) tissue of three patients with multiple sclerosis. We determined the IgG-proteomes of CSF by mass spectrometry, and compared them to the IgG-transcriptomes from CSF and brain lesions, which were analyzed by cDNA cloning. Characteristic peptides that were identified in the CSF-proteome could also be detected in the transcriptomes of both, brain lesions and CSF, providing evidence for a strong overlap of the IgG repertoires in brain lesions and in the CSF.
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Introduction
The role of B cells and antibodies in the pathogenesis of multiple sclerosis (MS) has become more appreciated (Hafler et al., 2005; Meinl et al., 2006) . B cells and their products, antibodies, are detected in all compartments of the central nervous system (CNS): in the parenchyma (Ozawa et al., 1994) , in the meninges, where they may form germinal-center-like structures (Serafini et al., 2004) , but also in the cerebrospinal fluid (CSF), where oligoclonal B cell expansions and expanded antibody populations, so-called "oligoclonal bands" (OCBs), are observed (Baranzini et al., 1999; Colombo et al., 2000; Monson et al., 2005; Obermeier et al., 2008; Owens et al., 1998 Owens et al., , 2009 Qin et al., 1998) . We recently showed that the repertoires of IgGproteins and of B cells in the CSF overlap to a great extent. This provided evidence that the CSF-resident B cells may contribute to the production of OCB-antibodies (Obermeier et al., 2008) . However, it is not clear if CSF B cells are the exclusive source of OCB antibodies as we recently learned that the MS CNS harbors a B cell network of clonally related B cells that populate both the CSF and distinct regions of the CNS (Lovato et al., 2011) .
We here asked the question to what extent the CSF IgG-protein repertoire, i.e. the CSF-proteome, is derived from the B cell receptor repertoires, i.e. the transcriptomes, of CSF and of parenchymal brain lesions. The starting point of this analysis therefore was the analysis of the IgG-protein repertoire from CSF by mass spectrometry. We then compared this repertoire to the IgG-transcriptome repertoires from CSF and CNS tissue, which we determined in parallel experiments by cDNA cloning. These data demonstrate that B cell clones are often shared between the CSF and CNS tissue and that these clones produce immunoglobulins present in the CSF.
Materials and methods

Clinical samples
CNS tissue was collected at autopsy from two patients with clinically defined MS (MS-4 and MS-B2A) at the Department of Journal of Neuroimmunology 233 (2011) 245-248 
